Procedure for doing MS/MS on the QTOF

1. The Tune window is not used for this scan.  However, the Tune window does need to be open and the instrument needs to be in “operate” mode.  Go to the Mass Lynx main window.  Pull down the “Run” tab and select, “Control Panel.”

2. Once the control panel window pops up, pull down the “Acquisition” tab and select “Set up scan.”  This opens up a new window.

3. In the “Set up scan” window, also known as, “Scan Functions,” click on the “MSMS” button near the top of the window.  The following window will appear:
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Scan Function window screen shot
4. Fill in each parameter to meet the needs for your scan.  The picture of the window above is an example for doing MS/MS of the 648.8 m/z peak of angiotensin in positive mode.

5. When finished, click “OK.”
6. The scan you have just set up should now appear in the “Scan Functions” list, along with any other pre-set scans that have been created.

7. Make sure your scan is selected.  If it is selected, it will be outlined.  If it is not selected, simply click once on it to select it.

8. Save your scan by going to “File” choosing “Save as” from the “Scan Functions” window.

9. You are now almost ready to run.  Turn in the “COL” and “API” gases on the Tune window.

10. Close the “Scan Functions” window.  It will likely ask you if you want to save the changes, even though you have already saved them.  Say yes if it asks you this.
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Mass Lynx window screenshot
11. Observe the Mass Lynx screen shot above.  Type in a file name for your scan under “File name” and enter some comments where it says, “File text.”  Under, “MS File,” pull down the list of MS file names.  Choose the one that you created using steps 3-8.

12. You are now ready to run.  If you are doing flow injection analysis, make sure your solvent is already running and you have enough to last until your sample comes out.

13. To run, either click the “►” button or go to the “Run” and select, “Start.”
14. This brings up a “Start sample list run” window.  Simply click, “OK” here, as long as your sample is the only one in the list.

15. Your scan has now started running.  Make your injection.  To observe the chromatograph and spectrum, click on the chromatograph and spectrum buttons on Mass Lynx.  They will not open automatically.  It’s a good idea to check the upper right hand corner of the spectrum to make sure that it says “MSMS <m/z of your peak of interest>.”  Occasionally, the software has hiccups and it will run a different scan function than the one you specified.
16. To stop the run, click the “■” button on the Mass Lynx window.
